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SUMMARY 
 

Working mainly on vegetable crops viz., peas, cucumber, common bean, chilli, garlic and ginger. 

We (Katochet al., 2010), for the first time reported the genetic mapping of er2 (gene for powdery 

mildew resistance) to linkage group III of pea, thus clarifying the prevailing confusion in the literature 

regarding the existence and genomic location of er2. Other research interests include Linkage 

Mapping, GWAS, NGS data analysis and bioinformatics. 

 

EDUCATION 

S. No. Degree Year Subject University 

1 B.Sc. (Agri.) 2001 Agriculture and Allied GNDU, Amritsar 

2 M. Sc. (Veg. Sci.) 2003 Vegetable Breeding HPKV, Palampur 

3 Ph.D. (Veg. Sci.) 2008 Vegetable Breeding HPKV, Palampur 

4 NET 2005 Vegetable Science ASRB 

 
PROJECTS/GRANTS 
 
S. 
No. 

Project Funding Agency 
(Budget in 
lakhs) 

Status 

1 Collection and DNA profiling of nutritionally important 
underutilized vegetables of North Western Himalayas 
(Co-PI) 

DST SERB  

(Rs. 38.61) 

Ongoing 

2 SSR based germplasm characterization for resistance 
to powdery mildew in cucumber (Cucumissativus L.) 
(PI) 

DBT, New Delhi 
(Rs. 32.52) 

Completed 

3 Molecular marker assisted introgression of powdery 
mildew resistance genes into the elite cultivar of pea 

DST (SERB) Completed 
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(Pisumsativum L.) (PI) (Rs. 19.00) 

4 Farmers’ participatory collection, characterization and 
conservation of endangered genetic diversity of ginger 
(ZingiberofficinaleRosc.) (PI) 

DST, SARTHI  

(Rs. 16.69) 

Completed 

5 Transcriptome analysis, gene annotation and mining 
of a golden herb-garlic (Allium sativum L.) expressing 
resistance to destructive purple blotch (Mentor) 

NPDF- SERB 
(DST) (Rs. 19.20)  

Completed 

6 Development of SNPs for Brassica juncea(Co-PI) DBT, N. Delhi  
(Rs. 52.43) 

Completed 

7 Synthesis of new gene pool following introgression of 
disease resistance and drought tolerance genes from 
secondary (Phaseoluscoccineus L) and tertiary 
(Phaseolusacutifolius L) gene pools into cultivated 
Phaseolus vulgaris L (Co-PI) 

DST-SERB  

(Rs. 33.10) 

Completed 
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