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SUMMARY

e Research experience in Plant Genomics and Molecular Breeding in rice including
Basmati rice, QTL mapping in rice and common bean crops, and Metagenomic
approaches for Microbial Characterization of Rhizobacteria.

e Development of rice crop varieties, including Basmati rice for biotic and abiotic
stress resistance

e Molecular characterization and Registration germplasm of the region to National
Gene Banks and PPV&FR, Filing of Products under Geographical Indications
(GIs).

e Administrative Experience as Incharge, Advanced Centre for Rainfed Agriculture
(ACRA), SKUAST-Jammu; Incharge, Pulse Research Sub-Station, SKUAST-
Jammu; Nodal Officer, SKUAST-J IPR Cell; Coordinator, School of Biotechnology
2012 to till date; Member of various Statutory, Research and Academic bodies.

e Teaching and Research Experience of more than 22 years, Advising PhD and MSc
students.

e Visiting Professor, Louisiana State University, USA; Visiting Professor,
Queensland University, Brisbane, Australia; Visiting Professor, Louisiana State
University, USA; Visiting Scholar, University of Tennessee, TN, USA

EDUCATION

e Post-doctorate under the BOYSCAST Fellowship of DST, University of
Tennessee, TN, USA.

e Norman E Borlaug Fellowship under USDA, Louisiana State University,
USA

¢ Ph.D. Genetics and Plant Breeding, CSK HPKV, Palampur, India.

e M.Sc. (Agri) Genetics and Plant Breeding, CSK HPKV, Palampur, India.

e B.Sc. Agriculture, CSK HPKV, Palampur, India.
Major: Crop Improvement

PROJECTS/GRANTS
e R & D Centre of basmati rice to enhance the export potential in Jammu
region.

e DBT sponsored programme for M.Sc. Biotechnology at School of



Biotechnology, SKUAST-Jammu.

e Funds for Improvement of S&T Infrastructure in Universities and Higher
Educational Institutions (FIST)

e Strengthening Institutional Capacities for Delivering Competent Skilled
Professionals (Institutional Development Plan of SKUAST-Jammu). NAHEP,
ICAR.

e Development of Molecular Laboratory for analysis of Purity of Germplasm of
Basmati Rice and Other Seeds

e Development of semi-dwarf blast and bacterial blight resistant version of
Ranbir Basmati by marker assisted backcross breeding

International

¢ Identification of causal SNPs in promoter sequence of Co-5 and development of
functional gene-based markers for anthracnose resistance in common bean
(Phaseolus vulgaris L.) (DST India-Mexico Programme)

e Identification and characterisation of phytosulfokine receptor kinase gene
family of rice vis-a-vis Arabidopsis and elucidating its role in abiotic stress
tolerance (DBT South Asian University)
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